Specifications Table

Subject area Medicine
More specific subject area
Infectious diseases/HIV
Type of data Table  How data was  acquired Mass spectroscopy, Agilent 1200 liquid chromatography system, and Applied Biosystems API 4000 Q/TRAP mass spectrometer
Data format
Means 7standard deviations Experimental factors
Patients infected with wild type and nef-deficient HIV-1 strain
Experimental features
Lipids from 10 μl of plasma were extracted using a modified, single phase Folch method and lipidomic analysis was performed by liquid chromatography electrospray ionization-tandem mass spectrometry Data source location
Melbourne, Australia
Data accessibility Data is with this article
Value of the data
The data can be used to assess the effect of HIV disease on lipid metabolism. The data can be used to assess the role of HIV nef in modifications of lipid metabolism in patients with HIV disease.
The data can be used to evaluate cardiovascular risk in HIV disease.
1. Data Table 1 shows concentrations of the individual lipid species (lipidomic analysis) in plasma samples from HIV-negative subjects, patients infected with WT HIV-1 strain and patients infected with nefdeficient strain of HIV-1.
Experimental design, materials and methods
Patients infected with nef-deficient strain of HIV-1 (ΔNefHIV, n ¼ 6) were all members of the SBBC cohort. They were compared with patients infected with Nef-positive (WT) HIV-1 strain (n ¼6) and six HIV negative subjects selected from a group of healthy volunteers. Description of the patients is presented in the main paper [1] .
Lipidomic analysis was performed as described previously [2] . In brief, lipids from 10 μl of plasma were extracted using a modified, single phase Folch method; the analysis was done in triplicates. The analysis was performed by liquid chromatography electrospray ionization-tandem mass spectrometry (LC ESI-MS/MS) using a Agilent 1200 liquid chromatography system, and Applied Biosystems API 4000Q/TRAP mass spectrometer with a turbo-ion spray source (350°C) and Analyst 1.5 and MultiQuant data systems using a Zorbax C18, 1.8 μm, 50 Â 2.1-mm 2 column (Agilent Technologies). Lipid concentrations were calculated by relating the peak area of each species to the peak area of the corresponding internal standard. 
